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Supplementary Figure 2. Expression analysis of UBR1 and UBR2 mRNA. (a)
UBR1 and UBR2 mRNA expression levels relative to ACTB in various human 
tissues, determined by quantitative real-time RT-PCR. The relative expression of 
UBR1 and UBR2 is highest in skeletal muscle, as reported previously1,2, followed 
by pancreas and kidney. Despite considerable variability in the expression of both 
N-end rule Ub ligases between different tissues, relative expression levels of 
UBR1 and UBR2 are similar in every tissue studied. Note the logarithmic scale of 
the Y axis. Error bars indicate s.e.m. of quadruplicate measurements. A repeated 
analysis using B2M as internal control yielded comparable results (not shown) (b-
g) In situ hybridization analysis of UBR1 expression in murine and human 
pancreas. (b,c) Corresponding pancreatic sections of a wildtype C57Bl6 mouse 
showing marked staining of acinar cells with both UBR1 (b) and UBR2 probes (c); 
note the lower staining intensity in pancreatic islets. (d,e) Pancreas of a UBR1–/–
mouse is negative for UBR1 expression, serving as a control for probe specifity
(d); UBR2 expression (e) shows a distribution similar to the wildtype. Dashed 
circle indicates location of the islet. (f,g) Human adult pancreas, showing 
comparable expression of UBR1 (f)  and UBR2 (g) in acinar cells.
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